Levels of satisfaction rated by patients on a VAS appear in the table. Main expectations expressed by patients were (by order of citations): achieve pain relief (87%), slow knee OA progression (76%), reduce physical handicap (61%), receive information on OA and its management (16%), management of side-effects of therapies (12%), more prescriptions of physiotherapy (7%).
Conclusions: Overall, patient's satisfaction on the management of their knee OA was good. Attention paid to pain, functional impairment and the requirement of information on the disease by French RH are highly rated by patients. The lowest patient's satisfaction scores regard efficacy of drugs and physiotherapy prescriptions. This study has partly been supported by a grant from Genevrier Laboratories, Sofia Antipolis, France. is not yet clear. Tibiofemoral malalignment is a biomechanical risk factor involved in knee OA progression and development, but it is unclear how tibiofemoral malalignment develops. Whether tibiofemoral malalignment is under genetic control is the aim of the present study, wherein the heritability of tibiofemoral alignment in sibling pairs will be investigated.
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Methods:
Patients from the GARP (Genetics, ARtrosis and Progression) study, a prospective cohort study comprising sibling pairs with familial OA at multiple joint sites, were utilized. Clinical characteristics of patients were recorded by using standardized questionnaires. Radiographic severity of knee OA was assessed according to the Kellgren-Lawrence (KL) method: radiographic knee OA was defined as a KL score of at least 2. Tibiofemoral anatomical angle was measured on digitized semi-flexed knee radiographs for both knees on a continuous scale. The heritability of the tibiofemoral angle was estimated by comparing twice the sibling variance divided by the total variance and were presented with 95% confidence intervals (95% CI). Heritability estimates were adjusted for age, sex, body mass index, KL score and history of meniscectomy or lower limb fracture. Results: Three hundred sixty subjects (mean age 60 years, 81% women) representing 180 families were studied. The mean (sd) tibiofemoral angle of the right and left knees in the probands was 182.7º (2.9) and 182.8 (2.8) respectively, and in the siblings was not statistically different. 
The GARP study consists of 191 sibling pairs with symptomatic OA at multiple joint sites. Previously, genetic variation at the C-reactive protein (CRP) gene was shown to associate to serum high sensitive CRP and hand OA in the GARP study. Recent studies showed association of a single nucleotide polymorphism (SNP) in the SELS gene and plasma inflammatory markers and CRP levels in patients with active Crohn's Disease and finally. To asses the relation between SELS gene variation, inflammatory markers and OA subtypes in the GARP study, we have measured plasma levels of 17 cytokines and chemokines and genetic variation at the SELS gene. Results: 9 out of 17 serum markers had 60% or more of the signals above the detection limit of the method used and could be assessed quantitatively (QN), whereas the remaining 8 markers were assessed qualitatively (QL) using a measure of detectable versus not detectable.
The assessed levels of the QN analyzed cytokines and chemokines and CRP levels showed substantial correlations, in order to reduce redundancy between these markers we performed a principal component analysis (PCA). This analysis revealed that 3 components underlie 61% of the total plasma variation. The first component explaining 34% of the
